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(Medlcal Al)
“ 3D Contrastive Learning for Molecular Property Prediction”, Bioinformatics, 2023
= “Comprehensive ensemble in QSAR prediction for drug discovery”, BMC bioinformatics 2019
= “DeepCCl: End-to-end deep learning for chemical-chemical interaction prediction”, ACM-BCB, 2017
= “Graphs, Entities, and Step Mixture for Enriching Graph Representation”, IEEE Access, 2021

(Al Technology)
= “Self-supervised Auxiliary Learning with Meta-paths for Heterogeneous Graphs”, NeurlPS, 2020
= “Fall Detection using Biometric Information Based on Multi-Horizon Forecasting”, ICPR, 2022
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